The distribution of Hyptis pseudolantana is documented in the states of Jalisco and Michoacán, species previously reported exclusively from the state of Guerrero, Mexico. An expanded description, distribution map and photographs are provided for it. Hyptis cualensis and H. macvaughii are also described and illustrated by photographs, as two new species from the Mexican states of Jalisco and Nayarit, respectively. Also, an identification key to species of tribe Hyptidinae in western Mexico is provided.
Introduction
The genus Hyptis Jacquin (1786: 101) is one of the richest Lamiaceae genera with almost 300 species. Hyptis grows mainly in the New World with few species extending as weeds to the Old World (Epling 1936 , Harley 1988 , Li & Hedge 1994 , Harley et al. 2004 , Pastore et al. 2011 . The subtribe Hyptidinae (in tribe Ocimeae), which includes Hyptis, can be recognized-excluding Asterohyptis Epling (1933a: 17)-because of the downwardly directed stamens, and the thickened lower corolla lobe that acts as a hood, protecting them before anthesis, and releasing them explosively when mature (Harley et al. 2004) . However, the distinction of the genera embedded in the subtribe is not entirely unambiguous (El-Gazzar & Rabei 2008) . As stated in the keys provided by Harley (1988) and Harley et al. (2004) , the delimitation of the genera is achieved by means of a set of characters: structure of the inflorescences, calyx bilabiate or not, appendiculate, spiny or simple calyx lobes, these reflexed or not, stylopodium present or not, mericarp shape, amongst others. In Hyptis, the diagnostic character is the absence of a stylopodium, even when the species with involucrate capitula might present it eventually.
Besides, phylogenetic analysis based on DNA sequences (Pastore et al. 2011 ) have brought to light Hyptis as a polyphyletic genus since all other Hyptidinae genera appeared nested within Hyptis lineages in the cladograms. Also, the polyphyly of the genus had been previously suggested by the phenetic analysis of morphological characters (El-Gazzar & Rabei 2008) . Given this complexity, two solutions may be taken, one is to reduce all other 
